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• What	
  was	
  the	
  mo+va+on? 	
  	
  

•  To	
  see	
  if	
  there	
  was	
  a	
  demand	
  for	
  a	
  Galaxy	
  service	
  within	
  CSIRO	
  

•  The	
  Galaxy	
  Pilot	
  project	
  began	
  in	
  late	
  2011	
  

•  Announced	
  in	
  September	
  2012	
  

•  A	
  successful	
  collabora+on	
  between	
  the	
  Bioinforma+cs	
  Core	
  and	
  IT	
  

•  Following	
  very	
  posi+ve	
  feedback	
  from	
  users,	
  we	
  are	
  moving	
  to	
  a	
  
full	
  produc+on	
  service	
  

The	
  impact	
  of	
  training	
  and	
  support	
  on	
  the	
  uptake	
  of	
  the	
  CSIRO	
  
Galaxy	
  pilot	
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The	
  Galaxy	
  pilot	
  team	
  

•  A	
  fluid	
  group	
  of	
  people	
  from	
  both	
  IT	
  and	
  bioinforma+cs	
  

•  The	
  team	
  
•  AnneSe	
  McGrath	
  

•  Steve	
  McMahon	
  

•  Philippe	
  Moncuquet	
  

•  Sean	
  Li	
  

•  Ondrej	
  Hlinka	
  

•  Contribu+ons	
  by	
  Josh	
  Bowden,	
  Michael	
  James,	
  Brian	
  Davis	
  

•  Contribu+ons	
  by	
  Darren	
  Cullerne,	
  Sean	
  McWilliam,	
  Lauren	
  Bragg,	
  Neil	
  Saunders	
  

•  Now	
  joined	
  by	
  Tim	
  Ho	
  and	
  Joel	
  Ludbey-­‐Bruhwel	
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The	
  CSIRO	
  Galaxy	
  pilot	
  now	
  

•  462	
  tools	
  installed,	
  mostly	
  NGS,	
  some	
  custom	
  

•  227	
  registered	
  users	
  

• Monthly	
  usage	
  fluctuates	
  but	
  averages	
  about	
  1750-­‐2000	
  jobs	
  a	
  
month	
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Who	
  are	
  the	
  users	
  

•  CSIRO	
  currently	
  has	
  ~6000	
  staff	
  	
  in	
  52	
  loca+ons	
  in	
  11	
  divisions.	
  

•  Users	
  from	
  

•  CSIRO	
  Plant	
  Industry	
  

•  CSIRO	
  Animal	
  Food	
  and	
  Health	
  Sciences	
  

•  CSIRO	
  Marine	
  and	
  Atmospheric	
  Research	
  

•  CSIRO	
  Land	
  &	
  Water	
  

•  CSIRO	
  Ecosystem	
  Sciences	
  

•  CSIRO	
  Material	
  Science	
  and	
  Engineering	
  

•  CSIRO	
  Computa+onal	
  Informa+cs	
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The	
  ecosystem	
  of	
  bioinformaHcs	
  soluHons	
  

available	
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Announcement	
  and	
  uptake	
  of	
  the	
  new	
  service	
  

•  Announced	
  in	
  the	
  weekly	
  CSIRO	
  newsleSer	
  to	
  all	
  staff	
  –	
  Sept	
  2012	
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Early	
  training	
  acHviHes	
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•  Galaxy	
  basics	
  on	
  our	
  wiki	
  and	
  communicated	
  to	
  users	
  

•  The	
  interface	
  

•  How	
  to	
  get	
  data	
  into	
  Galaxy	
  

•  How	
  to	
  do	
  a	
  simple	
  analysis	
  –	
  BLAST	
  

•  How	
  to	
  do	
  QC	
  on	
  your	
  NGS	
  data	
  

•  How	
  to	
  make	
  a	
  workflow	
  

•  How	
  to	
  share	
  your	
  data/history	
  

• We	
  ran	
  some	
  online	
  demos	
  –Mee+ngPlace	
  

•  BPA/CSIRO/EBI	
  	
  NGS	
  hands-­‐on	
  training	
  workshop	
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Other	
  training	
  acHviHes	
  

•  Intro	
  to	
  RNASeq	
  –	
  command	
  line	
  

•  RNASeq	
  using	
  Galaxy	
  

•  2	
  day	
  Using	
  CSIRO’s	
  Galaxy	
  for	
  RNASeq	
  analysis	
  

– Mixture	
  of	
  theory	
  and	
  plenty	
  of	
  prac+ce	
  

–  Training	
  material	
  

•  Galaxy	
  101	
  

•  Material	
  on	
  usegalaxy.org	
  

•  GVL	
  

• More	
  NGS	
  workshops	
  

•  BPA/CSIRO/EBI	
  metagenomics	
  workshops	
  in	
  Feb	
  2014	
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Support	
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What	
  type	
  of	
  support	
  queries	
  

•  A	
  survey	
  of	
  this	
  year’s	
  +ckets	
  :	
  

–  Advanced	
  output	
  op+ons	
  for	
  blastn	
  

–  Requests	
  for	
  metagenomics	
  datasets	
  and	
  tools	
  

–  Removal	
  of	
  MIDs	
  and	
  primers	
  from	
  sequence	
  reads	
  (non-­‐standard)	
  

–  Crea+on	
  of	
  a	
  workflow	
  for	
  a	
  user	
  

–  Query	
  regarding	
  sam/bam	
  output	
  of	
  velvet	
  

–  Subsemng	
  data	
  from	
  a	
  reference	
  dataset	
  

–  Repor+ng	
  a	
  bug	
  which	
  turned	
  out	
  to	
  be	
  due	
  to	
  IE	
  usage	
  

–  Crea+ng	
  custom	
  subsets	
  of	
  nr	
  

–  Gff	
  to	
  gn	
  issues	
  

–  Implemen+ng	
  tools	
  for	
  clustering	
  in	
  Galaxy	
  

–  Advice	
  re	
  use	
  of	
  tools	
  for	
  DE	
  

–  Advice	
  on	
  crea+ng	
  custom	
  blast	
  dbs	
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How	
  is	
  support	
  handled	
  

•  Access	
  to	
  a	
  specific	
  queue	
  on	
  the	
  hpsc	
  RT	
  system	
  
•  Bioinforma+cians	
  see	
  the	
  queries	
  as	
  well	
  as	
  a	
  group	
  of	
  IT	
  staff	
  and	
  sys	
  
admins	
  

•  Queries	
  tend	
  to	
  fall	
  into	
  the	
  categories	
  of	
  
–  I	
  got	
  a	
  funny	
  result,	
  why?	
  

–  How	
  can	
  I	
  do	
  x	
  in	
  galaxy	
  	
  using	
  tool	
  y?	
  

–  I	
  want	
  to	
  do	
  X	
  simple	
  task,	
  can	
  you	
  create	
  a	
  tool	
  or	
  a	
  workflow	
  for	
  me?	
  

–  I’m	
  having	
  problems	
  with	
  file	
  formats	
  

–  I	
  saw	
  this	
  great	
  new	
  tool!	
  	
  Can	
  we	
  put	
  it	
  in	
  galaxy	
  and	
  compare	
  it	
  to	
  xx	
  ..	
  

–  Can	
  you	
  increase	
  my	
  quota	
  

–  I	
  just	
  want	
  all	
  of	
  the	
  archeael	
  16S	
  genes	
  

–  From	
  bioinforma+cians	
  –	
  we	
  wrote	
  this	
  tool	
  ages	
  ago	
  in	
  X	
  and	
  now	
  it	
  may	
  be	
  
best	
  access	
  via	
  Galaxy	
  

Domain	
  knowledge	
  is	
  essen+al.	
  Resolu+on	
  oren	
  requires	
  input	
  from	
  IT	
  &	
  
bioinforma+cians	
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Impact	
  of	
  support	
  

•  Users	
  know	
  that	
  if	
  they	
  can	
  try	
  Galaxy	
  and	
  if	
  they	
  get	
  stuck	
  that	
  
they	
  will	
  get	
  help	
  –	
  there	
  is	
  a	
  safety	
  net	
  

•  Help	
  can	
  take	
  many	
  forms	
  

•  Engenders	
  a	
  great	
  deal	
  of	
  goodwill	
  towards	
  the	
  service	
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Future	
  direcHons	
  

•  You	
  will	
  hear	
  more	
  from	
  Steve	
  about	
  our	
  planned	
  produc+on	
  
service	
  

• We	
  will	
  con+nue	
  to	
  add	
  more	
  tools	
  –	
  stat	
  gen	
  and	
  metagenomics	
  
are	
  promising	
  areas	
  

• We	
  will	
  con+nue	
  to	
  support	
  users	
  and	
  are	
  developing	
  more	
  
training	
  course	
  

•  Integra+on	
  with	
  the	
  Bioinforma+cs	
  Reference	
  Data	
  project	
  

•  Inves+ga+ng	
  the	
  use	
  of	
  gpu-­‐based	
  bioinforma+cs	
  tools	
  and	
  
possible	
  integra+on	
  with	
  Galaxy	
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Conclusions	
  

•  These	
  are	
  the	
  lessons	
  learned	
  from	
  our	
  Galaxy	
  pilot	
  

•  An	
  interdisciplinary	
  implementa+on	
  team	
  worked	
  very	
  well	
  

•  Build	
  it	
  and	
  they	
  will	
  come?	
  

– With	
  some	
  encouragement!	
  

–  Training	
  was	
  essen+al	
  to	
  the	
  uptake	
  of	
  the	
  service	
  

–  Raising	
  awareness	
  of	
  the	
  Galaxy	
  can	
  do	
  

–  Responsive	
  support	
  has	
  also	
  played	
  a	
  major	
  role	
  in	
  gaining	
  trust	
  and	
  
acceptance	
  for	
  the	
  service.	
  

–  Domain	
  knowledge	
  is	
  essen+al	
  

–  Ac+ng	
  on	
  a	
  support	
  request	
  may	
  not	
  always	
  be	
  the	
  best	
  answer	
  	
  

Now,	
  new	
  starters	
  sign	
  up	
  to	
  Galaxy	
  at	
  the	
  same	
  +me	
  they	
  request	
  a	
  CLCBio	
  
or	
  Geneious	
  licence	
  –	
  success!	
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CSIRO	
  COMPUTATIONAL	
  
INFORMATICS/BioinformaHcs	
  Core	
  
AnneSe	
  McGrath	
  
Bioinforma+cs	
  Core	
  Leader	
  

t 	
  +61	
  2	
  6216	
  7251	
  
e 	
  anneSe.mcgrath@csiro.au	
  

ADD	
  BUSINESS	
  UNIT/FLAGSHIP	
  NAME	
  

Thank	
  you	
  


