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Problems

• Data is spread over many (possibly hundreds) of 

files with dozens of formats 

• Long load times for visualisation 

• Results files are not self-contained 

• Difficult to install and maintain



Gather Data Up-Front

mzML

mzML

mgf

FASTA

mzid - protXML

pepXML



Galaxy Visualisation Plugin

• Toolshed Installable?! SQLite Data provider and 

custom datatype. All Visualisation code in a plugin 

template. 

• Full access to data via SQLite data provider.




