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Chip-­‐exo	
  Analysis	
  

O  The improved version of Chip-seq  

O  Exonuclease digestion after sonication 

O  Tested on multiple platforms : SOLiD, 

IlluminGA, IlluminaHiSeq, IlluminaNextSeq 

O  MACS, multiGPS, GeneTrack, CexoR, dPeak 

O  Epigenomics for model organisms(yeast, fly,  

mouse), and human cells 
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With	
  more	
  support	
  

Sequencing	
  data	
  can	
  be	
  distributed	
  in	
  several	
  steps,	
  but	
  it	
  can	
  be	
  summarized	
  as	
  

upstream	
  &	
  downstream	
  steps.	
  



Large	
  dataset	
  collections	
  

O  100-200 Chip-exo samples for yeast 

transcription factors binding and histone 

modification assay 

O  10-50 Chip-exo samples for human TFs 

O  3 biological replicates, multiple conditions 

O  The bioinformatics pipeline (shell scripts) 

O  Sample specimen database (5,000 samples) 
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