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The Week's Agenda

Mon Introductions: Cloud Computing, Nuvem 

Cloud, Basic Analysis in Galaxy

Tues Workflows, Sharing, Quality Control, ChIP-Seq

Wed ChIP-Seq cont., Genome Assembly, RNA-Seq

Thur RNA-Seq continued, SNP and Variant Calling

Fri Intro to Command Line, Genome Annotation 

using MAKER, CloudMan and AWS

bit.ly/gxyusp2014



Friday Agenda

9:00 Genome Annotation Using Maker; Intro to 

command line and AWS

  20 minute Break at around 10:20

12:00 Lunch

2:00 Open Discussion and Q & A

2:15 Setting up your own Galaxy Server on AWS

  20 minute Break at around 3:20

4:30 Wrapup

5:00 Done
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http://wiki.galaxyproject.org/GalaxyIsHiring

Galaxy is hiring post-docs and software engineers 

Please help.

http://galaxyproject.org/wiki/GalaxyTeam


Amazon

We are going to spend all day in Amazon web 

Services (AWS) - for both MAKER and CloudMan. 

We are going to use IAM, a lightweight shared user 

space similar to what we did on Nuvem 

Pay attention to IDs and naming conventions - 

otherwise we step on each other.



AWS Login

See your email inbox for an email from me. 

Use the same number you used on Nuvem. 

Find that number in the list of logins 

!

Here's an example entry for user #58

-----------------------------!

!

LoginURL: https://900090895588.signin.aws.amazon.com/console!

Username: USP_58!

Password: KobleTil58!

!

cluster_name: USP_58_cluster!

password: ConnectNow1!

access_key: AKIAI6SDW7T45KLZV2IA!

secret_key: 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!



MAKER

I am completely borrowing the GMOD MAKER 

workshop created by the MAKER team for the 

annual GMOD school. 

Going to briefly introduce genome annotation 

concepts and then dive into MAKER. 

Copious thanks to the MAKER team for allowing me 

to do this.



MAKER

Tutorial: 

    http://bit.ly/gmodmaker2014 

!

Slides: 

    http://www.slideshare.net/barrymoore/gmod-2014-maker 

!

Video:  

    http://youtu.be/uA96tSSaqLk
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Galaxy CloudMan 
http://usegalaxy.org/cloud

• Start with a fully configured and populated (tools 
and data) Galaxy instance. 

• Allows you to scale up and down your compute assets 
as needed. 

• Someone else manages the data center. 

• Cloud1-4 used this 

!

!

!

!

• You will set up an instance now

http://aws.amazon.com/education

http://usegalaxy.org/cloud
http://usegalaxy.org/cloud


Could follow the step by step instructions on the 

wiki, but ... AWS has revamped it’s interface.



AWS Credentials

-----------------------------!

!

LoginURL: https://900090895588.signin.aws.amazon.com/console!

Username: USP_58!

Password: KobleTil58!

!

cluster_name: USP_58_cluster!

password: ConnectNow1!

access_key: AKIAI6SDW7T45KLZV2IA!

secret_key: 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!



Instant CloudMan
http://usegalaxy.org/cloudlaunch

http://usegalaxy.org/cloudlaunch
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Your Feedback: WE NEED IT

http://bit.ly/gxyuspTellUs



Questions & Support 
http://galaxyproject.org/search/ 

https://biostar.usegalaxy.org/ 

https://wiki.galaxyproject.org/Support 
!

Upcoming Events 
http://bit.ly/gxyEvents 

!

Project and Community News 
http://announce.list.galaxyproject.org/ 

!

!

http://bit.ly/gxyuspTellUs

http://galaxyproject.org/search/
https://biostar.usegalaxy.org/
http://bit.ly/gxyEvents
http://bit.ly/gxyuspTellUs


Thanks

Dave Clements 

!

Galaxy Project 
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mailto:outreach@galaxyproject.org

